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ClustalW Alignment of PFI-020 with P2U purinoceptor 1 (P2U1) 



P2U1. . MAADLGPWNDTINGTWDGD ELGYR CRFNEDFKYVLLPVSYGV 

10 PFI-020. . MLSILLPSRGSRSGSRRGALLLEGASRDMEKVDMNTSQEQGLCQFSEKYKQVYLSLAYSI 
* . * * * . * * * *•**•* ** :: * aS 
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P2U1 . . VCVL.GLCLNAVALYIFLCRLKTWNASTTYMFHLAVSDALYAASLPLLVYYYARGDHWPFS 
PFI-020 . . I FILGLPLNGTVLWHSWGQTKRWSCATTYLVNLMVADLLiYVIj- LPFLI ITYSLDDRWPFG 
.***+**. . * * . ★ * * . **•*•' *. * - * * ★ 

• * ... • • m m m m a a * • * 

P2U1 . . TVLCKLVRFLFYTNLiYCS ILFLTC I SVHRCLGVLRPLRSLRWGRARYARRVAGAVWVLVL 

PFI -020.. ELLCKLVHFLFYINLYGSILLLTCISVHQFLGVCHPLCSLPYRTRRHAWLGTSTTWALW 
.*****.★**★ *** ***.*****★★. *** .** * * . *.* :.:.*.**: 

P2U1 . . ACQAPVLYFVTTSARGGRVTCHDTSAPELFSRFVAYSSVMLGLLFAVPFAVILVCYVLMA 
PFI-020 . . LQLLPTLAFSHTDYINGQMIWYDMTSQENFDRLFAYGIVLTLSGFLSLLGHFGVLFTDGQ 
★** * :*::**.*:.**.*: * :.:*:. 

25 P2U1 . . RRLLKPAYGTSGGLPRAKRKSVRTIAWIiAVFALCFLPFHVTRTLiYYSFRSLDLSCHTLN 

PFI-020 . . ^EPDQ- -ARGEPHEDRQ- -HSPSQVHPDHPTGVWPLHPLFCALP- YHSLLLPHHLLS 

:* : * *: .*: . *:* ::** *. * *. 

P2U1 . . AINMAYKVTRPLASANSCLDPVIiYFIjAGQRLVRFARDAKPPTGPSPATPARRRLGLRRSD 

30 PFI-020.. AFSG -LPALDGSQCG L QDMEASGECEQLPQ- PS PVLS FK— GGKNRVR 

i, . •* * . *: .. :*'***..: * . * 

P2U1 . . RTDMQRIGDVLGSSEDFRRTESTPAGSENTKDIRL 

PFI-02 0. . LLQKLRQ - NKLGEHPAGR - - KRCP - G - LN RS 

35 : * : ** . * : * * * * 
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Figure 5: Stimulation of PFI-020 by 2-chloro-ATP 
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Figure 6: Stimulation of PFI-020 by 2-methyl-thio-ATP 
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